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2 hyper.gam-package

hyper.gam-package hyper.gam: Generalized Additive Models with Hyper Column

Description

Generalized additive models with a numeric hyper column. Sign-adjustment based on the correla-
tion of model prediction and a selected slice of the hyper column. Visualization of the integrand
surface over the hyper column.

Note

Help files of individual functions are intentionally suppressed in the pdf manual. Users are encour-
aged to get started with the vignettes.
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Maintainer: Tingting Zhan <tingtingzhan@gmail.com> (ORCID)

Other contributors:
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See Also

Useful links:

• https://github.com/tingtingzhan/hyper.gam

• https://tingtingzhan.quarto.pub/groupedhyperframe/bioinformatics_btaf430.html
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